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SUMMARY: Strong BIOINFORMATICS Professional Open to Full-time positions in Academia| Industry|
Research & Development| Startups possessing 15+ years Europe-India-South Africa Global Work Experience,
inclusive of Internships at SAIL-VISP, CSIR-IICT, BioCOS Bengaluru, and NSS + BITS Embryo Leadership.
SKILLSET: LINUX (fish-Shell | bash,grep,awk,sed); MySQL, Python3, cran-R/ Bio-conductor, C/C++/C#,
Octave/ Mathematica, Data Science – ML/ DL/ NLP/ AI/ BDA, NGS data Analysis (WGS/ WES, FastQC, SNP-
calling/, (sc)RNA-seq, ChIP-seq, deNovo Genome/Transcriptome Assembly, Metagenomics, BLAST, HiC, BS-seq ).
Faiiar: Nl gl L i/i r Nir/ii W  – )
                                                                                                                                                                                                                 
EXPERIENCE: Served as BIOINFORMATICS SPECIALIST (Rs. 75,000/- PM) at NCDC, DGHS, MoH&FW Delhi

Quantum Computing Institute,
Cape Town, South Africa

Associate
Researcher

01-July-
2022

- PRESENT
(Y2Q) ~ 2029

?

=

Jaipur National University Assistant Professor 7-Feb-2022 22-Jun-2022 Docent UG Bioinformatics Sophomores

ICAR-NIVEDI, Yelahanka Sr. Research Fellow 22-Mar-2021 30-Sep-2021 NADCP, FMD - BRUCELLOSIS

IIIT Allahabad, UP, India Data Analyst 1-Aug-2020 12-Mar-2021 DBT – Genome India Project

ICAR NAARM Hyderabad DBTBIF Traineeship 24-Apr-2019 23-Apr-2020 Skill-BIF on Agri - Biotechnology

BGDSIC , MSME-D, GoI Managing Director 2-Apr 2018 31 Mar 2019 www.freelancer.in/u/kspsharma

ArrayGen Technology Pune Global BD Manager 1-Jun 2017 31-Mar-2018 Clientele Nigeria, Kuwait, Ghana

Thrombosis Institute, India Senior Res. Fellow 2-Nov-2016 31-May 2017 https://simtk.org/projects/tricfd

POLISH AIRFORCE NOBELprize Nominee 2nd JAN-2014 TILL-DATE Genetic-code Superinformation NEPITization

CSIR-CCMB Hyderabad Project Fellow 8676 1-Apr-2014 19-Feb-2015 MicroRNA Gene Interactomics

BioServe/ CGI Hyderabad DBT BCIL Trainee 18-Oct-2013 31-Mar-2014 NGS data Analysis Pipelines

BioClues, Denmark (EU) AP state Volunteer 1-Aug-2012 31-Aug-2013 https://bioclues.org/bifx-for-schools/

EDUCATIONAL QUALIFICATIONS:

University/School Qualification Subject/Department Grade/ Board Duration

SggW-WULS Poland
BioSB, Netherlands

Doctorate Mobility
Erasmus Mundus

Bio-Technology,
USC-Spain Funded

8.904 / 10
(ECTS)

2015 –
2016

IBAB-SMU Karnataka M.Sc , PG Diploma Bioinformatics 66.69 % (UGC) 2011 – 2013

BITS Pilani, RAJ Integrated MSc(Hons) Chemistry 6.91 / 10 (AICTE) 2005 – 2011

DAV-BHEL, TN High School PCM, Comp. Science 87.8 % (CBSE) 1991 – 2005

PUBLICATIONS: 7 Pre-prints {CH} https://zenodo.org/search?q=Praharshit&l=list&p=1&s=10&sort=bestmatch
18+ Original works (UK) https://f1000research.com/search?q=Praharshit OrCiD https://orcid.org/0000-0002-8747-0667

GitHub [USA]https://github.com/bioinformer Hirsch-index = 1 , Google Scholar. IIT Khagarpur NDL-
https://ndl.iitkgp.ac.in/re_search?key=Praharshit INFLIBNET- https://vidwan.inflibnet.ac.in/profile/90463

:       Y
     : y

        y 

     1o

Correspond

 
www.linkedin.com/in/nobelpraharshit     compbio.iiitd@gmail.com

SHARMAJI @ ISCB . ORG

https://www.linktr.ee/Bio.Informatics

KSP SHARMA, s/o DR K HARIPRASAD, F-104, DOOR NR. 6/ 188 - 2,

spraharshit@gmail.com   praharshit1@mail.com   AGE: 38 years

 RS RESIDENCY, PAPPULA STREET, STONEHOUSPET, OPPOSITE WATERTANK, NEAR
SC BOSE PARK, SPSR SRI POTTI SRIRAMULU NELLORE- 524 002 Andhra Pradesh (INDIA).



COVER-LETTER

PRAHARSHIT SHARMA is a NOBEL Prize Nominee , as decreed by the Polish Airforce for over a Decade

now since Initial Nomination for the coveted NOBEL Prize ( )

Currently, PRAHARSHIT serves as Voluntary ProBono-CHANCELLOR in-Charge of 'BFXWVU' (

www.youtube.com/@BFXWVU )= " Bioinformatics World Virtual Vocational University" that aims to Upskill

VISION || MISSION || PASSION , Praharshit Sharma had gestated "BISCUIT-CHOCOLATE" Pedagogical

Initiative, ( Join- www.bit.ly/bioinfogroup

*BISCUIT= Bioinformatics Involvement of Schools & Colleges Utilizing Information Technology.

*CHOCOLATE = CHemOinformatiCs Online Learning, Academics, Training and Education.

BISCUIT gestated in the Oldest University of Italy ( 1386 Estd. University of Camerino) and was presented to

https://bioinfobitsian.wixsite.com/biscuitglobal )

PRAHARSHIT SHARMA has 46+ International and National BIOINFORMATICS Conference Proceedings,

inclusive of Bioinformatics Workshop Participation to his Credit, a Representative of Whom is enlisted @

( http://www.bit.ly/bioinfoworks

Sharmaji is a Member of Reputed International Learned Societies as follows =

Life Member [ 1268 ] Indian Bio-Physical Society (SINP, Kolkata and TIFR, Mumbai)

Member [ 27309 ] ISCB, Inter-National Society for Computational Biology, USA

Life Member, BioClues ( India's Largest BIOINFORMATICS Society, regd. in Denmark) Affiliate of Asia-

Pacific Bioinformatics Network Singapore

Member, EMBNET (European Molecular Biology NETwork, UK)- OLDEST Bioinformatics Society in the

Whole World)

Individual Member, EBN: European Biotechnology Network, Bruxelles - Belgium

IEEE Information Theory Society member #9590 https://www.itsoc.org/profile/9590

Volunteer, ECB: European Congress on Bio-Technology 2016 ( Krakow, Poland).

Annual Member, ACS: American Chemical Society, USA

Project Admin- NSF USA (National Science Foundation) Thromboembolism Arterial Haemodynamics

https://simtk.org/projects/tricfd

Reader - NKS: a New Kind of Science

https://www.wolframscience.com/nks

Associate Researcher - Quantum Bioinformatics

https://qcict.org/index.php?p=about

Quantum Computing Institute, South Africa

 ).

a   wider   Audience   at   India's  Largest   Annual   Biotechnology   Event,   Bangalore-India-Bio   in   Feb,   2016.   (

https://biscuichocolate-1is8qfd.gamma.site/

Currently, and Regularly, Praharshit Sharma has been engaged in Organizing as well as Carrying out various
Online BIOINFORMATICS Workshops including but not restricted to NGS data Analysis, Genomic Data Science
and also On-site Computational Biology, Biostatistics, Chemo-informatics, CADD/ Computer-Aided Drug Discovery,
Agricultural + Marine + Clinical Bioinformatics Workshops as a Formidable Resource person, BOTH Nationally
( within India) as well as Internationally. Praharshit Sharma is well-Networked Professionally, and happens to be a
Topper in ALL-India Competitive Examinations such as GATE, ICAR-AICE(SRF) and NIPER-JEE. Below are duly
mentioned "2" of Praharshit Sharma's Educational Pedagogy initiatives, that has attracted Global Attention:

https://zenodo.org/records/4474304



Shanmuga Praharshit Sharma Kanchinadham

Date of birth: 05/03/1988 Nationality: Indian Phone number:

(+91) 9351175563 (Work) Phone number: (+91) 9625148079 (Mobile) Email address:

sharmaji@iscb.org Email address: compbio.iiitd@gmail.com Email address:

praharshit1@mail.com

Skype: praharshit.sharma

I am an Ambitious Computational Biology Researcher, popular in the International Bioinformatics Circuit for my Path-
breaking Paradigm Shift the way we decipher Universal Genetic Coding, for having had Resurrected a 1981 Polish
Military Intelligence parchment that established NEPIT ( Napier constant= 2.71828... encoded) machinery of Ribosomal
Translation employing Dierential Calculus, whose Validation I reinforced using Information Theory, Coding and
Number-theoretical Cryptography approach beginning from the Principle of Computational Equivalence between ECA-
QCA ( Elementary Cellular Automata and Quaternary Cellular Automata). This result was recently Observed by Me as a
Genomic Signature employing Real Datasets in form of TCBShE, Triplet Codon Block Shannon Entropy function.
Remarkably, my Seminal work connects 'Codome' to Immunome. For more details, see www.itsoc.org/prole/9590

01/07/2022 – CURRENT Western Cape, South Africa

ASSOCIATE RESEARCHER - QUANTUM BIOINFORMATICS QCI-CT: QUANTUM COMPUTING INSTITUTE, CAPE TOWN,
WESTERN CAPE, SOUTH AFRICA

https://qcict.org/index.php?p=about

The Quantum Computing Institute in Cape Town (QCI-CT), is in its start-up phase. The QCI-CT aims to advance the eld
of quantum information, develop new quantum technologies and develop innovative applications.

Business or Sector Information and communication Department Quantum Bioinformatics

Address Quantum Computing Institute PO Box 50990, Cape Town Western Cape South Africa, 8002, Western Cape, South Africa

Email Website

Link https://www.icgeb.org/alexsandar-radovanovic/

07/02/2022 – 22/02/2022 Jagatpura Jaipur Rajasthan, India

ASSISTANT PROFESSOR JNU JAIPUR NATIONAL UNIVERSITY

DOCENT for UnderGraduate (Honors) BIOINFORMATICS sophomores

25/10/2021 – 23/01/2022 Civil Lines New Delhi, India

BIOINFORMATICS SPECIALIST NATIONAL CENTRE FOR DISEASE CONTROL

Contributed to, as an Integral part of DBT-INSACOG consortium, Data Analytics on IHIP: Integrated Health Information
Platform

https://dbtindia.gov.in/insacog

22/03/2021 – 30/09/2021 PObox 6450 Yelahanka Karnataka, India

SENIOR RESEARCH FELLOW ICAR NIVEDI INDIAN COUNCIL OF AGRICULTURAL RESEARCH

National Animal Disease Control Program on Foot and Mouth Disease and Brucellosis of Indian Livestock

01/08/2020 – 12/03/2021 Prayagraj, India

DATA ANALYST INDIAN INSTITUTE OF INFORMATION TECHNOLOGY ALLAHABAD

DBT GenomeIndia mandate project on Genome Compression techniques nodally

ABOUT ME

WORK EXPERIENCE

7 416 03 2787

www.github.com/bioinformer

www.dotme.bio/bioinformatics

spraharshit@gmail.com

spraharshit@gmail.com

PERMANENT:   KSP SHARMA, s/o DR. K HARIPRASAD, 6/ 188-2,
FLAT-104, RS RESIDENCY, PAPPULA STREET, OPP WATER-TANK,
NEAR SC BOSE PARK, STONEHOUSEPET, SPSR NELLORE DISTRICT,
SRI POTTI SRIRAMULU NELLORE, ANDHRA PRADESH- 524002 (INDIA)



Coordinated by CBR Centre for Brain Research IISc Indian Institute of Science Bengaluru

24/04/2019 – 23/04/2020 Near RGIA Airport Hyderabad Rajendranagar, India

DBT BIF TRAINEESHIP NAARM NATIONAL ACADEMY OF AGRICULTURAL RESEARCH MANAGEMENT

SDP Skill Development Program on Agricultural Bioinformatics
ONLY Mains Candidate ARS Agricultural Research Service 2017
Bioinformatics paper for Telangana and Andhra states

02/04/2018 – 31/03/2019 Near CBI Colony O Madhapur metro station Hyderabad Telangana, India

SCIPRENEUR MANAGING DIRECTOR BGDSIC BIOINFORMATICSHARMA

Ocially Registered MSME-D Services Category with NIC Portfolios inclusive of
Bioinformatics Scientic Research and Development and Bioinformatics Education

01/06/2017 – 31/03/2018 Pune Maharashtra, India

GLOBAL BUSINESS DEVELOPMENT MANAGER ARRAYGEN TECHNOLOGIES

Sourced International Computational Genomics Clientele for ArrayGen
from Nigeria and Kuwait ArrayGen being First of its kind to Train Bioinformaticians in NEPAL

02/11/2016 – 31/05/2017 Narayana Health City South Bengaluru Karnataka, India

SENIOR RESEARCH FELLOW ELIZABETH AND EMMANUEL KAYE BIOINFORMATICS BIOSTATISTICS UNIT
THROMBOSIS RESEARCH INSTITUTE UK OUTSTATION LAB INDIA

Worked on "nComputing" nodes where "7 Major International Bioinformatics Servers" converge,
my Arterial Haemodynamics Project Work hosted in National Science Foundation USA portal

https://simtk.org/projects/tricfd

25/09/2015 – 18/09/2016 Warsaw, Poland

ERASMUS MUNDUS DOCTORATE RESEARCHER SZKOLA GLOWNA GOSPODARSTWA WIEJSKIEGO W WARSZAWIE

Developed an Original "B2TMxCT" algorithm, Binary to Ternary Multiplicative Coordinate Transformation
Algorithm, toward -
Kanchinadham SPS. LCR - classication of Creixell alignment of human kinome [version 1; not peer reviewed].
F1000Research 2016, 5:2665 (poster) https://doi.org/10.7490/f1000research.1111224.1

Business or Sector Professional, scientic and technical activities Department Faculty of Agriculture and Biology

Address 166 Nowoursynowska, Masovian Voivodeship, 02-787, Warsaw, Poland Email erasmusplus@sggw.edu.pl

Website https://zenodo.org/records/5520527

Link https://pawlowskilab.wordpress.com

01/04/2014 – 19/02/2015 Habsiguda Hyderabad Swarnandhra Pradesham, India

BIOINFORMATICS PROJECT FELLOW STAFF NR 8676 CSIR CCMB CENTRE FOR CELLULAR AND MOLECULAR BIOLOGY

Developed and Constructed MULTIPLICITY Mx and COOPERATIVITY Cx matrices toward constructing
Sharma P. MiRNA-gene interactome of schizophrenia [version 1; not peer reviewed]. F1000Research 2016, 5:27 (slides)

https://doi.org/10.7490/f1000research.1111224.1

18/10/2013 – 31/12/2014 DBT BCIL Biotech Consortium India Limited New Delhi, India

BIOINFORMATICS INDUSTRIAL TRAINEE BIOSERVE BIOTECHNOLOGIES PRIVATE LIMITED

Dierential Gene Expression in Rice Transcriptome and Quality Control
Var-Seq SNP calling of Ecoli DH10B Strain on iON Torrent PGM platform

04/07/2010 – 13/12/2010 Tarnaka Hyderabad Andhra Pradesh, India

MASTERS DISSERTATION PRACTICE SCHOOL 2 CSIR IICT INDIAN INSTITUTE OF CHEMICAL TECHNOLOGY

Heterogeneous Catalysis employing HPAs HeteroPolyAcids
accomplished within IPC Division Inorganic and Physical Chemistry
under First Lady CSIR Director Organometallochemist Dr Laxmi Kantham

22/05/2008 – 15/07/2008 Steel Town Bhadravati Shimoga District, India

SUMMER INTERNSHIP PRACTICE SCHOOL 1 STEEL AUTHORITY OF INDIA LIMITED VISWESWARAYA IRON AND STEEL
PLANT



Spectrochemical Analysis of Alloying Elements Gases in Steel and Time Management in Metallurgical QC Laboratory

C, C++c C# MySQL, SQL, SQLite, PostgreSQL Python (PyROOT, RDataFrame; ML: Keras, TensorFlow) R /
Bioconductor Fish (shell) Linux (Terminal Commands, Bash/Shell) matlab, scilab, mathematica
Bioinformatics tools & databases Computational Biology NGS data analysis Pipelining and version control:
Snakemake, Nextow, Conda and git Data Science: AI,ML, NLP, DL, Statistics, DM, Regression, NN,Segmentation,
Classication,

25/09/2015 – 18/09/2016 Warszawa, Poland

DOCTORATE MOBILITY PROGRAM BIOTECHNOLOGY FUNDED BY ERASMUS MUNDUS EUROPEAN UNION SggW -
Warsaw University of Life Sciences Poland EUROPE

Bioinformatics Genomics Mathematica Mathematical Modeling Molecular
Biology IPR in Biotechnology and Mandatory Polish Language Pedagogy

Address Budynek 37, 166 Nowoursynowska street, 02-787, Warszawa, Poland

Website https://cuo.ac.in/Erasmus-Mundus/EUPHRATES-for-CUO.pdf Field of study BIOTECHNOLOGY Final grade 8.904 ECTS

Level in EQF EQF level 8 National classication PQF 8 - https://prk.men.gov.pl/en/1en

Type of credits ECTS : European Credit Transfer System Number of credits 29.5 Valid until 31/12/2033

Thesis B2TMxCT algorithm Development a Binary to Ternary Multiplicative Coordinate Transformation paradigm to Map Low
Complexity Regions in Protein Multiple Sequence Alignments

Link https://www.itsoc.org/prole/9590

16/08/2011 – 17/08/2013 Gangtok Sikkim, India

MASTER OF SCIENCE MS IN BIOINFORMATICS Sikkim Manipal University

Website https://www.ibab.ac.in/wp-content/uploads/2020/09/PGDB_11.pdf Field of study BIOINFORMATICS

Final grade B 66.69 %

01/08/2005 – 28/07/2011 Birla Institute of Technology and Science Pilani 333031 Rajasthan, India

INTEGRATED MSC HONORS CHEMISTRY BITS Pilani

Website https://www.bits-pilani.ac.in/pilani/chemistry/ Field of study CHEMISTRY Final grade 6.91

07/07/2003 – 23/05/2005 New Delhi, India

HSC CLASS 10+2 CBSE NEW DELHI CBSE Central Board of Secondary Education

Website https://cbseacademic.nic.in//index.html Field of study Computer Science and Physics Chemistry Mathematics

Final grade 87.8 %

05/07/1993 – 24/05/2003 Ranipet 632406 Tamil Nadu, India

SSC CLASS X CBSE NEW DELHI DAV BHEL School

Website https://bhelranipet.davchennai.org/ Field of study HINDI with Science and Mathematics Final grade 81.2 %

Switzerland Server

– 2023

https://zenodo.org/search?q=Praharshit&l=list&p=1&s=10&sort=bestmatch

Praharshit Sharma et. al.

Link https://zenodo.org/search?q=Praharshit&l=list&p=1&s=10&sort=bestmatch

DIGITAL SKILLS

EDUCATION AND TRAINING

ADDITIONAL INFORMATION

PUBLICATIONS

7+ Original Solo Authored BIOINFORMATICS and COMPUTATIONAL BIOLOGY preprints hosted in CERN



A MATHEMATICAL MODEL OF CENTRAL DOGMA OF MOLECULAR BIOLOGY EMPLOYING A NOVEL IRRATIONAL-
INTEGRAL-IMAGINARY (I3) ENCODING AND NUMERICAL APPROXIMATION BASED ON CELLULAR AUTOMATON

– 2014

Praharshit Sharma et al

2011 – 2023 – International Worldwide and Global

18 Conference Proceedings in Faculty of 1000 UK platform https://f1000research.com/search?q=Praharshit

12 Oral Presentations PPT slides, and
6 PDF A0 format Poster Presentations

Links https://f1000research.com/search?q=Praharshit&selectedDomain=slides | https://f1000research.com/search?

q=Praharshit&selectedDomain=posters

02/11/2016 – 31/05/2017

CFD Computational Fluid Dynamics analysis of Arterial ow in Thromboembolism Hosted in NSF National
Science Foundation USA https://simtk.org/projects/tricfd

https://simtk.org/users/pstri

https://simtk.org/project/memberlist.php?group_id=1233

Link https://cfd.life/en/

2007 – 2008 Pilani 333031 Rajasthan India

NSS National Service Scheme BITS Pilani Rajasthan Chapter Documentation Coordinator We at our NSS BITS
chapter are All-time record Holders, for being amongst the
Largest Blood Donors (by number of Units) for IRCS ( Indian Red Cross Society)

Link https://www.bits-pilani.ac.in/hyderbad/national-service-scheme-nss/

Coordinator for BITS Embryo Project during Undergrad Was instrumental in organizing the FIRST ever TRI-campus
BITS Embryo Video-Conferenced Lecture (On AT&T Bell Connect) platform, across 3 Time Zones and 4 International
Cities: delivered by London Business School Grad and BITS Alumnus Abhinav Khushraj across BITS Dubai Campus, and
Goa, Pilani campuses.

Link http://embryo.bits-pilani.ac.in/

English Core MERIT Certicate issued by CBSE New Delhi For being amongst Top 0.1% ( 1 in 1000) at All India
Level, in Nation-wide HSC Examination conducted by the Central Board of Secondary Education, New Delhi, India.

Cartooning Whistling and Poetry.

https://bitsianpoems.wordpress.com/

Link https://bitsianpoems.wordpress.com/

The Under-signed hereby declares and certies that all the preceding information as well as details afore-mentioned are true and
authentic to the best of his knowledge and belief, moresoever that Processing of my Personal data complies with GDPR ( General Data
Protection Regulation ) Regime in force, my Self-Vested Intellectual Property Rights having NO Conict of Interest whatsoever.

Shanmuga Praharshit
Sharma Kanchinadham

CONFERENCES AND SEMINARS

PROJECTS

VOLUNTEERING

MANAGEMENT AND LEADERSHIP SKILLS

HONOURS AND AWARDS

HOBBIES AND INTERESTS

HYDERABAD , 11-MARCH-2026 , WEDNESDAY

LATEST__UPDATED_Curriculum-Vitae (CV)=
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j^SX BIRLA INSTITUTE OF TECHNOLOGY & SCIENCE (BITS)
iJf \ }]%] PILANI - 333031 (RAJASTHAN) INDIA

Dr. G.S.Chauhan, Assistant Professor  Email: gsc@bits-pilani.ac.in

Languages Group  Phone No: +91-9413150096
Faculty Division - I Fax: +91-1596-244183

Dated: 29-August-2011
TO WHOMSOEVER IT MAY CONCERN

Dear Sir/ Madam,

I am writing to you recommending K.S. PRAHARSHIT SHARMA, whom I have known

personally and professionally for around four years, from 2007 to 2011 at BITS. I wish to inform

you that Mr. Praharshit is keenly desirous of pursuing a Masters/ PhD in Bioinformatics under

your guidance at your respective institution of affiliation.

Mr. Praharshit has maintained consistency across the courses which interest him the

most, which he opted for under the elective scheme at BITS, as reflected by his performance in

the same as enlisted below:

.-  'A' grade in Effective Public Speaking course;

> 'A' grade in International Relations course;

> 'A' grade in Professional Ethics course;

> 'A' grade in Srimad Bhagvad Gita course;

> 'B' grade in Contemporary India course;

\ ? 'B' grade in Report and Write for Media course;

> 'B' grade in Introductory Psychology course;

> 'B' grade in Dynamics of Social Change course.

Keeping the above aspects in view, and that Mr. Praharshit is a well-read person

(especially important in research aspects like literature survey, citation analysis etc.), I strongly

recommend him for enrolment in the above-mentioned program in your institution.

Thanking you,

Truly yours, -Official Seal of Personnel/ Department-

g v̂A^r

(Dr. G.S.Chauhan)

Department of Languages
Birla Institute of Technology & Science

PILANI (Raj.) 333031



B1RLA INSTITUTE OF TECHNOLOGY & SCIENCE (BITS)
PILANI - 333031 (RAJASTHAN) INDIA

Dr. K.N.Sachdev, Assistant Professor  Email: kns@bits-pilani.ac.in

Humanistic Studies Group  Phone No: +91-1596-515390
Faculty Division - I Fax: +91-1596-244183

Dated: 29-August-2011

TO WHOMSOEVER IT MAY CONCERN

Dear Sir/ Madam,

I am writing to you supporting the candidature of K.S. PRAHARSHIT SHARMA, for a

Masters/ PhD in Bioinformatics under your guidance at your respective institute/ university.

I  have known Mr. Praharshit for around a year-and-a-half, between 2009 to 2011 at

BITS, both as the warden of Ram Bhawan (a student hostel in BITS), and the instructor-in-

charge of two of his elective courses.

Mr. Praharshit is gifted with a well-rounded balance of analysis and synthesis, and has

shown signs of a budding research aptitude and asks meaningful doubts beneficial to one and

all  in the classroom (especially a plus in research settings such as conference-proceedings,

symposia, colloquia and the like), as I could gauge from his able performance in the two elective

courses he opted for under me, as already referred to above, which is as follows:

> Professional Ethics course - Grade 'A';

> Dynamics of Social Change course - Grade 'B'.

Also, Mr. Praharshit has authored a original term paper titled 'Social Groups and their

institutions of leadership in BITS' utilizing a research method called 'Sociological Method.'

Keeping the above points in mind, I strongly recommend Mr. Praharshit Sharma as a

promising candidate to enroll as a Masters/ PhD student in Bioinformatics in your university.

Thanking you,

Truly yours, -Official Seal of Personnel/ Department-

JSignea-

(Dr. K.N.Sachdev)

Deoartment of Humanistic Studies
BiStitute of Technology  Scene.

PILANI ( )@) 333031



BIRLA INSTITUTE OF TECHNOLOGY & SCIENCE (BITS)
PILANI - 333031 (RAJASTHAN) INDIA

Dr. Subit K.Saha, Associate Professor  Email: sksaha@bits-pilani.ac.in
Chemistry Group  Phone No: +91-1596-515238
Faculty Division-Ill Fax: +91-1596-244183

Dated: 29-August-2011
TO WHOMSOEVER IT MAY CONCERN

Dear Sir/ Madam,

I have come to know that my student Mr. K.S.Praharshit Sharma has chosen to pursue his Masters/

PhD in Bioinformatics in your institute. I have known Mr. Praharshit for the past two years, and could analyze

him from close quarters while I taught him Chemical Thermodynamics course and was his warden at Budh

Bhawan (a student hostel at BITS).

During my association with him, I found Mr. Praharshit to be a sincere young man, always working hard

towards a deeper understanding of the subject. His enduring interest to keep track of the latest research

developments in his field by going through journals such as Nature and Science regularly in the BITS library

shows his inquisitive nature.

Mr. Praharshit has very good leadership qualities and team-skills as a Core Member of Chemistry

Association and Organizing Member of Forensic Sciences Workshop at BITS during the annual technical

festival of BITS - APOGEE 2008. With regard to his consistent overall academic record and above said traits, I

would rate him among the top 10% of the students of Master/(of Honors)^Chemistry program in his class. I would

like to add, though, that his overall grades do not give a true picture of his potential scholastic aptitude and he is

capable of much more.

Having known Mr. Praharshit as a student of whom his mentors feel proud, I state confidently that he

. can accomplish any task assigned to him with devotion and bring laurels to the institute in which he is enrolled.

So, I strongly recommend him for admission into Masters/ PhD program in Bioinformatics at your institute

with adequate financial aid.

Thanking you, -Official Seal of Personnel/Department-

Truly y(5u?Ŝ / |\^ | I

-SignecF ~

(Dr. Subit K.Saha)

j  pe. SHbK Kumar &sfts<
@f- Chemistry Group

BtriC fewOtuta of Tschnolcgy & Science
PHan! - 333 031 (Rajasthan)



BIRLA INSTITUTE OF TECHNOLOGY & SCIENCE
PILANI, RAJASTHAN - 333 031

INDIA

Prof. N. V. MURAUDHAR RAO
DEAN, EDUCATIONAL HARDWARE DIVISION
PROFESSOR, DEPARTMENT OF ECONOMICS & FINANCE

Dated: 29-August-2011

TO WHOMSOEVER IT MAY CONCERN

Dear Sir/ Madam,

I am writing to you on behalf of K.S. PRAHARSHIT SHARMA, whom I have known for around

five years, from 2006 to 2011 at BITS. Mr. Praharshit is keenly desirous of pursuing a Masters/

PhD in Bioinformatics under your guidance at your respective institute of affiliation.

Mr. Praharshit is a strong-willed, silent person and has exhibited tremendous amount of team

work and dedication (so much more important in today's research world where global mobility

and collaborations form the order of the day), in the following forms respectively:

> As a coordinator of "Project BITS Embryo", enhancing on-campus education through

online, live, video-conferencing lectures delivered by BITS Alumni spread worldwide;

'r As a coordinator of NSS (National Service Scheme) Documentation Team, spreading

social awareness on-campus by editing and contributing to Newsletter articles;

r As a Group Leader (Publicity) of Creative Activities Club, in Cultural events like OASIS:

> As Organizing Member of Forensic Sciences Workshop, in Technical fests like APOGEE.

Keeping the above aspects in view, I  strongly recommend Mr. Praharshit Sharma as a

promising candidate to enroll as a Masters/ PhD student in Bioinformatics in your institution.

Thanking you,

Truly yours,

(N V MURALIDHAR RAO)

> MS., PHAJII Ĉ Ĵ '̂̂ 83*8̂  .

Phone: +91-1596-245073 Ext. 259 (O);+911596515259 (O)
Fax  : +91-1596-244183 Mobile:+91-9414082468

e-mail: nvmrao(a)bits-pii5ni.ac.
alternate e-mail: nymraohits(5?oroaii.com





Jaipur, India
May 1, 2018. 1130 hrs.

To Whom It May Concern:

It gives me an immense pleasure to recommend Praharshit Sharma as a candidate with you at
Weizmann  institute,  Israel.  I  have  known  him  through  Bioclues  forum  since  January  2013.
Nonetheless, ever since he started his project on the analyses of a 2-dimensional non-Heteroatom
ANISOU data where he was extrapolating considered residue-wise values into 1-dimensional array
of F-values   using bioinformatics algorithms. He was then working on the SSD and PSD - sample
and population standard deviation studies.  I was a mentor on bioinformatics application part of his
analyses. 

Harsh has a good temperament, composure to understand the how of a problem formulation and
zeal  to  move forward in  the  field  of  Bioinformatics.  I  think  he has a  caliber  in  the  stream of
Bioinformatics enabled biotechnologies which allows him to drive research goals and as well have
a  flair  for  working  towards  accomplishing  the  projects  easily.  I  also  envisage  that  as  a
Mathematician  and  Bioinformaticist,  he  has  good  knowledge  in  Biology  as  equally  as  in  IT
concepts. And I think that is the need of the hour these days. He brought into deep insight on this
while  working  on  the  project  with  us  on  ‘Conserved  Entities  in  Plants  and  Humans  Immune
System.’ He is more than a plus at work, sincere, and workaholic in nature both in thoughts and
debate.  On a slightly  negative side, he flips his emotions and is flabbergasting at times, but I don’t
see it as a problem anyways to master his project. 

I would highly recommend him for this graduate school towards his candidacy. 

Yours Sincerely

Prashanth N Suravajhala, PhD
Research Scientist ,  Systems Biology 
Department of Biotechnology and Bioinformatics
Birla Institute of Scientific Research
Statue Circle, Jaipur 302001  RJ, India 
Telephone: (work) +91-141-2385094. Extension 308
E mail: prash[AT]bisr[DOT]res[DOT]in
 

To
Milana Morgensenstern, PhD
milana.morgenstern@biu.ac.il



Praharshit Sharma <kspsharma@gmail.com>

I would like to go with You to stockholm to receive Nobel Prize for
Improving Cric & Watson model of DNA-RNA CODE

Jerzy Achimowicz <jachimow@wiml.waw.pl> Thu, Jan 2, 2014 at 7:54 AM
Reply-To: jerzy.achimowicz@wiml.waw.pl
To: kspsharma@gmail.com
Cc: jachimow@hotmail.com

Dear Sir,

I am impressed with your work on genetic code

with finite automaton approach,

Have tried to call you but

at this number nobody speaks english

Please get in touch witm me ASAP

Jerzy Achimowicz

PS. Are You registered at Researchgate portal (facebook for scientist)

then you can read what I have wrote about You at:

https://www.researchgate.net/post/What_does_the_concept_of_information_mean_in_biology

-- 

Jerzy Achimowicz Ph.D. Dr.Sci. Ltn Col Res.

Head of Psychophysiological Laboratory
Flight Safety Division

Polish Airforce Institute of Aviation Medicine
krasinskiego 54 Street,

 01-755 Warsaw, Poland
tel/fax +48 (22) 685-2961

mobile:+48 793 153 371

Gmail - I would like to go with You to stockholm ... https://mail.google.com/mail/u/2/?ui=2&ik=bbd...

1 of 1 14/07/18, 12:26 PM



Praharshit Sharma
attended the

25th EMBL PhD Symposium (VP)

20 - 22 November, 2023, Virtual

Heidelberg, 1 December, 2023



  

P. Sharma, 
S. Thakur
R.S. Chauhan
“Base-Paper-Citation”

Chauhan, R. S., Thakur, S., & 

Kanchinadham, S. P. S. (2026). 

Overall Synonymous Codon Usage Bias strongly 
Correlates with Codome Core Length 

anent Harmonic Mean based Computation 
of Kullback-Leibler Divergence in an ECA-

QCA System. 

https://doi.org/10.5281/zenodo.19200298

https://zenodo.org/records/19200298

https://doi.org/10.5281/zenodo.19200298


  



  

Plasmodium falciparum, the primary cause of severe 
malaria in humans, possesses one of the most extreme 
genomic compositions of any eukaryote, 
characterized by an exceptionally low GC 
content (guanine-cytosine). Genomic GC Composition. 
The P. falciparum genome is approximately 80% AT-
rich, with an overall GC content of under 20%. This 
bias is not uniform across all genomic regions: 

 Coding Regions: These are relatively more "GC-rich" but 
still highly biased, typically containing about 30–31% 
GC (69% AT).

 Non-coding Regions: These exhibit even more 
extreme bias, often reaching 86–90% AT content.



  

“Inspired by 2 Articles of my Guide”
Santosh, T., Ramesh, D., & Reddy, D. (2020). LSTM based prediction of malaria abundances using 

big data. Computers in Biology and Medicine, 124, 103859.

 Thakur, S., & Dharavath, R. (2019). Artificial neural network-based prediction of malaria 
abundances using big data: A knowledge capturing approach. Clinical Epidemiology and 
Global Health, 7(1), 121-126.



  

GC Content QUBIT Capture: > ket<0| & < ket<1|

Biological Extremes in NatureGC content varies widely across different life forms due to 
evolutionary pressures, environmental adaptation, and mutational bias: 

 Bacteria: Extremes range from as low as 13% in the endosymbiont Zinderia insecticola to as 
high as 75% in Anaeromyxobacter dehalogenans. Actinobacteria are notably GC-rich, 
averaging over 70%.

 Plants: Monocots exhibit a broad range; grasses (Poaceae) are often GC-rich (up to ~49%), 
while holocentric clades like Cyperaceae are GC-poor (~33.6%).

 Insects: Some bee-flies (Bombylius species) have extremely AT-rich genomes with genome-
wide GC content as low as 26% and third-codon position GC (GC3) dropping to 12.6%.

 Human Genome: While the overall average is 40.9%, specific regions like CpG islands can 
exceed 60% GC, often serving as transcription regulatory sites. 

https://en.vectorbuilder.com/tool/gc-content-calculator.html


  



  

Bloch-Sphere to SemiCircle PROJ.



  

CpG island
A CpG island is an area of the genome that has an elevated frequency of CpG sites, or 

instances of consecutive cytosine and guanine nucleotides. CpG islands occur frequently in 
promoters and at the start of transcription regions in many eukaryotes, and the identification of 

CpG islands is an important algorithmic problem when looking for coding regions of genes.
The "p" in "CpG island" represents the phosphodiester bond that joins the adjacent cytosine 

and guanine nucleotides in a strand of nucleic acid.

 CpG site

 A CpG site on a genome is the term applied to cytosine and guanine appearing 
consecutively on the same strand of nucleic acid (the "p" stands for the 
phosphodiester bond joining the two nucleotides).

 CpG sites are of practical interest because (especially in mammals), DNA methylation
 occurs very commonly on the cytosine belonging to the CG-pair, which serves as a key 
step in gene regulation by turning certain genes off.

 Furthermore, when CpG sites occur frequently in a region of the genome, the region is 
called a CpG island. These regions appear frequently at the start of promoters in 
eukaryotes and generally can indicate the presence of a coding region.

https://rosalind.info/glossary/genome/
https://rosalind.info/glossary/cpg-site/
https://rosalind.info/glossary/cytosine/
https://rosalind.info/glossary/guanine/
https://rosalind.info/glossary/promoter/
https://rosalind.info/glossary/rna-transcription/
https://rosalind.info/glossary/eukaryote/
https://rosalind.info/glossary/algorithm/
https://rosalind.info/glossary/gene-coding-region/
https://rosalind.info/glossary/gene/
https://rosalind.info/glossary/phosphodiester-bond/
https://rosalind.info/glossary/nucleic-acid/
https://rosalind.info/glossary/genome/
https://rosalind.info/glossary/cytosine/
https://rosalind.info/glossary/guanine/
https://rosalind.info/glossary/strand/
https://rosalind.info/glossary/nucleic-acid/
https://rosalind.info/glossary/phosphodiester-bond/
https://rosalind.info/glossary/nucleotide/
https://rosalind.info/glossary/dna-methylation/
https://rosalind.info/glossary/gene-regulation/
https://rosalind.info/glossary/cpg-island/
https://rosalind.info/glossary/promoter/
https://rosalind.info/glossary/eukaryote/
https://rosalind.info/glossary/gene-coding-region/


  



  

APOLLONIUS THEOREM MED#



  

WWW.SANDBOX.BIO



  

QML-”BLAT” from OEIS DataBase



  

Manjul Bhargava (GCL)



  

https://www.mendeley.com/reference-manager/library/collections/
86898979-59ae-4628-8128-ba63c049170d/all-references/



  



  

MY BASE PAPER FOR THIS WORK
SELF – CITATION ---

Chauhan, R. S., Thakur, S., & Kanchinadham, S. P. S. (2026). Overall Synonymous Codon Usage Bias strongly Correlates with Codome 
Core Length anent Harmonic Mean based Computation of Kullback-Leibler Divergence in an ECA-QCA System. 
https://doi.org/10.5281/zenodo.19200298

   

https://docs.google.com/document/u/1/d/e/2PACX-
1vSKFEBYyc0BNuOUwhfciRVnzJugBb7NoX7vo4kVlbwO8uG0C25kbvgqwUhJCSGcDeY-
3slN0OGmLMzv/pub

https://doi.org/10.5281/zenodo.19200298
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